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[1] Kim S., Huo Z., Park Y. and Tseng G. C. (2015) MetaOmics: Transcriptomic Meta-
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Honors, Awards & Fellowships

2022 Contribution to Research Award, Konkuk Univ, May, 2022.
2015 Best Student Presentation Awards, Graduate School of Public Health, University
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of Pittsburgh, Mar, 2015.
2015 Student of the Year, ASA Pittsburgh Chapter, Apr 2015.

ASA Biometrics Section David P Byar Travel Award, American Statistical Association
(ASA), Aug 2015.

Title: “Integrative multi-omics clustering for disease subtype discovery by sparse over-
lapping group lasso and tight clustering".

Distinguished Student Paper Award for ENAR 2015, ENAR, Mar 2015.
Title: “Integrative multi-omics clustering for disease subtype discovery by sparse over-
lapping group lasso and tight clustering".
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